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303: 625 
Journal 
policy instruction author 1994 297: 1 
Juvenile 
hormone esterase homolog cDNA 
Trichoplusia 302: 827 
Kainate 
AMPA receptor brain 300: 365 
Kallikrein 
enzyme purifn rat prostate 302: 229 
KAP85 
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sulfate oligosaccharide fibromodulin 
structure cartilage 302: 417 
Keratin 
intermediate filament KAP85 glyco= 
protein epithelium 298: 457 
Keratinocyte 
differentiation cyclophilin isoform 
expression 303: 863 
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mRNA stability 302: 125 
pyruvate dehydrogenase protein 
fatty acid 300: 659 
Rafl Rras GTP interaction 300: 303 
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receptor 300: 237 
phospholipid transfer protein embryo 
298: 223 
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297: 567 
T cytosol alkalinization calcium mobi> 
lization 301: 83 
T protein kinase calcium mobilization 
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304: 861 
Lymphoproliferation 
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stromelysin | gene interleukin human 
302: 471 
Promyelocyte 
cytosol calcium release agonist prim= 
ing 302: 87 
Pronase 
E aminopeptidase essential histidine 
302: 595 
Propeptide 
procathepsin D mitogen breast cancer 
303: 775 
Propionibacterium 
superoxide dismutase formation ex= 
changeable cation 304: 803 
Proprotein 
processing secretory review 299: | 
Proreceptor 
insulin Kex2 related endopeptidase 
liver 301: 257 
Prostacyclin 
stimulating factor cDNA sequence 
human 303: 591 
Prostaglandin 
cAMP atriopeptin secretion cardiom= 
yocyte 303: 217 
E receptor EP3 subtype human 
298: 263 
endoperoxide thromboxane calcium 
regulation platelet 304: 993 
macrophage PAF calcium inositol 
trisphosphate 298: 543 
protein kinase atriopeptin release 
angiotensin 298: 451 
Prostate 
rat kallikrein enzyme purifn 
302: 229 
Protamine 
lipoprotein hepatic lipase 304: 959 
Protease 
heparin proteoglycan complex throm= 
bin inactivation 299: 507 
neutrophil membrane fibrinogenolysis 
298: 689 
Protein 
acyl CoA binding ester transport 
299: 165 
acyl CoA binding metab cell 
297: 555 
acyl CoA binding Saccharomyces 
302: 479 
ADP ribosylation macrophage activa> 
tion 297: 53 
ADP ribosylation macrophage lipopo= 
lysaccharide 297: 17 
arginine methyltransferase liver 
300: 483 
AROM dehydroquinate synthase 
Aspergillus 301: 297 
assembly glycosylphosphatidylinositol 
Tetrahymena cytodifferentiation 
298: 697 
avermectin binding Immunoaffinity 
purifn 302: 339 
binding retinoate induction neurob= 
lastoma 304: 147 
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biotin carboxy carrier biotinylation 
carboxylase 302: 881 

BPI human lipopolysaccharide bind= 
ing bactericide 298: 711 

breakdown liver glucagon fasting 
299: 645 

BSP seminal plasma phospholipase 
A2 303: 121 

C activation thrombin thrombomodu= 
lin 303: 929 

C thrombin thrombomodulin phos= 
pholipid 301: 683 

carboxyl methyltransferase kidney 
cortex 297: 145 

CCAAT enhancer binding adipose 
development 302: 695 

CETP unesterified cholesterol 
304: 423 

cmyc mRNA structure polysome 
targeting 298: 143 

complement regulatory cDNA se> 

uence Parablax 301: 391 

conformation stability amino acid 
303: 147 

core proteoglycan muscle prechondro> 
genic mesenchyme 298: 51 

CRIP gene promoter sequence rat 
303: 731 

CysB promoter acetylserine binding 
Klebsiella 299: 129 

cysteine glycosylation saccharide 
iodoacetamide 300: 843 

cysteine rich intestinal rat 299: 445 

diacylglycerol kinase ATP binding 
site 304: 661 

dicarboxylate transporter sodium 
297: 35 

disulfide isomerase hirudin folding 
300: 643 

disulfide isomerase prochymosin 
refolding 301: 17 

energy metab insulin growth factor 
301: 769 

FABP fatty acid release model 
301: 459 

fatty acid binding epidermal differen= 
tiation 302: 363 

fatty acid binding gene transcription 
298: 613 

fatty acid binding heterologous Sac> 
charomyces 301: 615 

fatty acid binding ligand liver 
297: 103 


fatty acid binding liver hormone 
297: 581 

fatty acid binding lysophospholipid 
301: 801 

fatty acid binding tryptophan mutant 
300: 827 

fatty acid pyruvate dehydrogenase 
kinase 300: 659 

FKBP12 FK506 binding mutation 
297: 365 

folding chaperonin 10 60 MgATP 
300: 651 

folding Escherichia ribosome rRNA 

. 300: 717 

formation inhibitor manganese super> 
oxide dismutase 301: 31 

G activation taste substance 
297: 451 

G adenosine agonist phospholipase 
calcium 299: 845 

G ADP ribosylated vasopressin calci= 
um 299: 399 

G alphao3 subtype mammalian brain 


G calcium store hepatocyte 303: 351 

G cAMP receptor Dictyostelium 
phospholipase 297: 189 

G exocytosis chromaffin cell MgATP 
300: 217 

G insulin secretion 301: 523 

G lysophosphatidate phospholipase 
actin polymn 303: 55 


G palmitoylation plasma membrane 
302: 913 

G phosphorylation hepatocyte 
301: 693 

G subunit gene sequence chicken 
297: 303 

G 13 brain membrane chromatog 
303: 135 

Gi GTP hydrolysis cell mastoparan 
304: 377 

Gil alpha subunit fatty acylation 
303: 697 

Gi2 growth hormone adipocyte 
297: 41 

glucose transporter GLUT] cytocha> 
lasin B 302: 355 

GLUTS fructose uptake cAMP intes= 
tine 301: 169 

glycophorin binding transport brefel= 
din Plasmodium 300: 821 

glycosylphosphatidylinositol anchored 
blood phospholipase D 298: 661 

glycosylphosphatidylinositol anchored 
endoproteolytic cleavage site 
298: 9 

Gq phospholipase C brain phosphati= 
dylinositol 304: 655 

GRP58 carnitine palmitoyltransferase 
304: 31 

Gs adrenergic receptor downregulation 
303: 973 

GTP dependent tubulin release C300 
301: 105 

H Streptococcus binding IgG 
300: 877 

heat shock erythroleukemia cell quer> 
cetin 300: 201 

hemidesmosome 230 kDa gene human 
300: 851 

hnRNP AI methylation DNA RNA 
304: 903 

IGFII bombyxin fusion erythropoiesis 
299: 101 

IRBP eye vitiligo 300: 63 

kinase A subunit mammary lactation 
301: 807 

kinase atriopeptin secretion prosta> 
glandin 303: 217 

kinase bradykinin adenylate cyclase 
trachea 297: 233 

kinase C adrenal angiotensin calcium 
297: 523 

kinase C calcitriol lysosome targeting 
302: 581 

kinase C exocytosis calcium 298: 149 

kinase C inhibition 1433 isoform 
299: 853 

kinase C isoenzyme betal microcrys> 
tal 298: 391 

kinase C isoenzyme brain 304: 641 

kinase C LDL uptake EGF 298: 579 

kinase C liver adenosylmethionine 
synthetase 303: 949 

kinase C membrane growth factor 
304: 809 

kinase C noradrenaline release neu= 
roblastoma 297: 407 

kinase C peptide transport intestine 
299: 253 

kinase C uridine transport monocyto> 
poiesis 300: 407 

kinase C zeta activation phosphati> 
date 304: 1001 

kinase C zinc phospholipase D 
298: 93 

kinase calcium mobilization T lym= 
phocyte 303: 671 

kinase Calpha threonine permissive 
activation 301: 443 

kinase cAMP formation airway mus> 
cle 304: 611 

kinase cAMP regulatory catalytic 
subunit 297: 79 

kinase carcinogen phospholipase D 
fibroblast 300: 751 
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kinase Cepsilon nitric oxide synthase 
303: 607 

kinase EGF receptor interleukin 1 
302: 897 

kinase hepatocyte pancreastatin 
diacylglycerol 303: 51 

kinase II calcium calmodulin sequence 
299: 489 

kinase II calmodulin mucosa stomach 
297: 157 

kinase inhibition iodotubercidin 
299: 123 

kinase isoform sequence rat heart 
298: 757 

kinase mitogen gap junction 
303: 475 

kinase P g'ycoprotein phosphorylation 
site 299: 309 

kinase pepsinogen secretion stomach 
carbachol 300: 21 

kinase phosphorylation phospholem= 
man insulin adrenaline 304: 635 

kinase prostaglandin atriopeptin 
release angiotensin 298: 451 

kinase ribonucleotide reductase 
mRNA stability 302: 125 

lactate carrier sarcolemma muscle 
transport 303: 207 

link hyaluronate aggrecan interaction 
human 300: 317 

lipoprotein binding aorta membrane 
303: 281 

liver parenchyma macroglobulin 
receptor 303: 809 

MCI DNA binding archaebacterium 
303: 567 

membrane calcium release inositol 
trisphosphate 300: 673 

MRP monocyte calcium suppression 
301: 655 

mucin core cDNA sequence human 
300: 295 

nucleosome hNRP gene sequence 
human 297: 389 

PBP detection penicillin prepn 
300: 141 

PBP3 gene cloning overexpression 
Escherichia 298: 189 

pea seed 299: 141 

penicillin binding kinetics antibacteri= 
al resistance 301: 139 

penicillin PBPS active site Escheric= 
hia 303: 357 

phosphatase calcium channel insulin 
secretion 298: 341 

phosphatase okadate deriv 298: 259 

phosphatase 1 activation NIPP1 
phosphorylation 297: 447 

phospholipid binding rat spermatozoa 
sequence 301: 235 

phospholipid transfer lung embryo 
298: 223 

phosphorylation platelet membrane 
microparticle formation 299: 303 

phosphorylation transferrin receptor 
recycling 303: 647 

phosphotyrosine phosphatase beta 
substrate human 298: 395 

phosphotyrosine phosphatase histi= 
dine reaction mechanism 298: 427 

PH20 sperm hyaluronidase mammal 
fertilization 303: 335 

pp60cSrc phosphatidylinositol kinase 
301: 703 

precursor chloroplast processing 
enzyme 300: 787 

proline rich region review 297: 249 

proteolipid intermembrane interaction 
phosphatidylserine sulfatide 
300: 545 

retinol binding receptor purifn pla= 
centa 302: 245 

Rh blood group substance gene 
299: 207 

Rho ADP ribosylation actin polymn 
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299: 775 
S coagulation factor testis 302: 845 
secretory membrane glycosylphospha= 
tidylinositol anchor signal 
301: 577 
secretory sorting processing review 


snake venom interaction integrin 
304: 929 
stress chondrocyte thapsigargin cyclo= 
piazonate 301: 563 
surfactant assocd lung aggregate 
conversion 300: 519 
surfactant D receptor lung macro= 
phage 300: 237 
surfactant SPA lipid A bacteria 
303: 407 
synthesis brain phenylalanine 
302: 601 
tau phosphorylation Aizheimer dis= 
ease 301: 871 
translocation subcellular organelle 
passenger domain 300: 191 
transport Plasmodium erythrocyte 
infection malaria 302: 487 
tyrosine phosphatase membrane 
insulin resistance 298: 443 
tyrosine phosphatase PTPS chromatin 
binding 299: 41 
VAMP 2 cellubrevin muscle 
304: 139 
zinc binding family eukaryote proka> 
ryote 304: 662 
1433 adrenal chromaffin cell 
301: 305 
41 glycophorin C D erythrocyte 
299: 191 
Proteinase 
albumin sensitivity hemin 304: 81 
cysteine cystatin interaction N termi> 
nus 299: 219 
cysteine inhibition E 64 analog 
299: 389 
Fasciola cathepsin L sequence hy> 
droxyproline 299: 781 
inhibitor mucus oxidized neutrophil 
elastase 303: 61 
insulin substrate 302: 907 
Lactococcus autoprocessing prevention 
302: 957 
Pol RFamide neuropeptide precursor 
processing 299: 431 
serine basic Dichelobacter virulent 
strain 299: 521 
Proteoglycan 
articular cartilage chondrocyte hydro> 
static pressure 304: 723 
binding transforming growth factor 
beta 302: 527 
complex lipoprotein macrophage 
atherosclerosis 301: 675 
core protein muscle prechondrogenic 
mesenchyme 298: 51 
glycosaminoglycan secondary amyloi> 
dosis 303: 663 
heparan sulfate sulfation sulfotransf= 
erase deficiency 303: 81 
heparin chymase complex thrombin 
inactivation 299: 507 
versican glomerular mesangium 
302: 49 
Proteolipid 
protein intermembrane interaction 
phosphatidylserine sulfatide 
300: 545 
Proteolysis 
cystatin C papain conformation ioni= 
zation 302: 411 
glycoprotein Ib subunit cathepsin G 
303: 489 
thrombin endothelium growth 
303: 227 
Protochlorophyllide 
reductase active site Arabidopsis 
300: 605 


Proton 
ATPase heterogeneity vacuole human 
303: 191 
leak electron transport uncoupling 
mitochondria 297: 27 
potassium ATPase hog gastric topol 
299: 59 
Protooncogene 
mRNA expression leukemia ether 
lipid 302: 325 
Protoporphyrin 
Rhodobacter magnesium chelatase 
spectrophotometric assay 
299: 869 
Proximal 
tubule kidney neutral endopeptidase 
302: 669 
Pseudagrion 
adipokinetic hormone sequence 
302: 539 
Pseudomelanosis 
coli lipofuscin formation colon purine 
301: 373 
Pseudomonas 
bacterioferritin subunit sequence 
heme binding 304: 493 
morphinone reductase 301: 97 
Psoriasis 
keratinocyte fatty acid binding pro= 
tein 302: 363 
Pteridine 
formation Physarum nitric oxide 
synthase 304: 105 


protein tyrosine phosphatase chroma 
tin binding 299: 41 
Pump 
calcium ATPase acetylation lysine 
erythrocyte 302: 133 
Purifn 
acetaldehyde alc dehydrogenase Enta> 
moeba 303: 743 
expression iduronidase human muco> 
polysaccharidosis correction 
304: 43 
Immunoaffinity avermectin binding 
protein 302: 339 
kallikrein enzyme rat prostate 
302: 229 
transglutaminase Streptoverticillium 
299: 825 
Purine 
pseudomelanosis coli lipofuscin for= 
mation colon 301: 373 
Purinergic 
phosphlipase A2 calcium signalling 
thyroid 299: 845 
Pyrimidine 
nucleotidase erythrocyte 304: 987 
Pyrophosphatase 
ADP ribose liver mitochondria 
299: 679 
Pyrophosphohydrolase 
diadenosine tetraphosphate alga 
300: 183 
Pyrrhocoris 
peptide antibacterial 300: 567 
Pyrroloquinoline 
enzyme structure function review 
304: 665 
Pyruvate 
decarboxylase thiamine diphosphate 
site 300: 7 
dehydrogenase kinase protein fatty 
acid 300: 659 
dehydrogenase lipoamide heart ische= 
mia 297: 109 
dehydrogenase subunit interaction 
Bacillus 297: 137 
P2\rac 
GDI NADPH oxidase activation 
neutrophil 298: 585 
3 


quaternary structure salt DNA inter= 
action 298: 513 


Quaternary 
structure p53 salt DNA interaction 
298: 513 
Quercetin 
heat shock protein erythroleukemia 
cell 300: 201 
Quinomycin 
antibiotic UK65662 DNA binding 
conformation 304: 967 
Quinone 
adenylate cyclase inhibition mecha= 
nism 300: 99 
cofactor dye linked formaldehyde 
dehydrogenase 301: 289 
Quinoprotein 
structure function methanol dehydro= 
genase review 304: 665 
Rabbit 
erythrocyte lactate monocarboxylate 
transporter MCT1 303: 755 
intestinal fructose transporter GLUTS 
sequence 303: 877 
Racl 
SmgGDS nucleotide binding exchange 
303: 761 
Radianthus 
cytotoxin thermal denaturation 
299: 731 
Radiation 
inactivation catalase energy transfer 
298: 571 
Radical 
free hydroperoxide metab vasculature 
atherosclerosis 304: 707 
Radioisotope 
pentose phosphate pathway detn 
brain 302: 31 
Radioreceptor 
assay inositol trisphosphate vanadate 
298: 511 
Rafl 
kinase Rras GTP interaction 
300: 303 
Rapamycin 
binding FKBP12 protein mutation 
297: 365 
wortmannin insulin glycogen synthase 
kinase 303: 21 
Rape 
acetyl CoA carboxylase sequence 
301: 599 
oilseed microspore diacylglycerol 
acyltransferase solubilization 
304: 951 
Rap1B 
protein platelet calcium ATPase 
297: 343 
Rat 
acetylgalactosaminyltransferase CDNA 
sequence cloning 303: 957 
alpha fetoprotein gene regulation 
CEBP 301: 49 
annexin II mRNA splicing variation 
302: 425 
asparagine synthetase cDNA cloning 
sequence 304: 745 
ATP citrate lyase gene sequence 
302: 759 
brain ornithine decarboxylase GTP 
activation 300: 577 
CD59 antigen cDNA sequence 
304: 595 
chemokine CINC2 sequence 
301: 545 
Cinnamon model Wilson disease 
gene 301: 1 
fucosyltransferase gene FTA FTB 
sequence 300: 623 
heart protein kinase isoform sequence 
298: 757 
HSP70 gene sequence expression 
298: 561 
liver calcium pumping ATPase isoform 
303: 275 
liver glutathione dependent dehydro= 





ascorbate reductase 301: 471 

prostate kallikrein enzyme purifn 
302: 229 

protein CRIP gene promoter sequence 
303: 731 

protein kinase II sequence isoform 
299: 489 

receptor tyrosine phosphatase cDNA 
sequence 302: 39 

spermatozoa phospholipid binding 
protein sequence 301: 235 

Zucker thyroxine deiodinase brain 
obesity 304: 259 

20alpha hydroxysteroid dehydroge= 
nase cDNA sequence 299: 561 

RBL2H3 
cell calcium influx storage 304: 431 
cell nucleus signal calcium 304: 57 
Receptor 

adenine nucleotide T cell 304: 769 

adenosine Al ethanol cAMP hepato= 
cyte 304: 205 

adrenergic agonist Gs expression 
300: 709 

adrenergic beta adipose tissue devel= 
opment 297: 93 

adrenergic downregulation glucocorti= 
coid gene transcription 302: 397 

adrenergic downregulation Gs protein 
303: 973 

adrenergic G protein turkey erythro> 
cyte 304: 359 

adrenergic subtype switching 
303: 313 

AMPA kainate brain 300: 365 

angiotensin AT1 DNA intestine 
302: 791 

asialoglycoprotein distribution liver 
parenchyma 303: 809 

atriopeptin subtype pituitary 
299: 481 


ATI angiotensin phospholipase D 
vascular 304: 543 

binding RBP protein loop region 
300: 437 

calcium influx neutrophil 297: 595 

cAMP protein G Dictyostelium phos> 
pholipase 297: 189 

cAMP regulation Dictyostelium 
303: 539 

cathepsin G thrombin blood platelet 
297: 269 

cytokine growth factor review 
300: 281 

EGF bradykinin kidney growth 
298: 335 

EGF precursor herbimycin A cancer 
301: 63 

EGF protein kinase interleukin 1 
302: 897 

EGF tyrosine kinase herbimycin A 
301: 57 

endothelin ETA heart newborn 
304: 113 

Fc IgG serine threonine kinase 
299: 569 

formyl peptide neutrophil secretory 
vesicle 299: 473 

fucose asialoglycoprotein ligand size 
299: 291 

galanin ATP calcium insulin secretin 
303: 885 

glycoprotein Ib IX cathepsin G 
303: 489 


gonadotropin carbohydrate ovary 
298: 361 

hormone calcium signal hepatocyte 
multiplet 304: 585 

human platelet disintegrin interaction 
301: 429 

IgE mast cell phospholipase A2 
304: 923 

inositol tetrakisphosphate platelet 
298: 739 

inositol trisphosphate artery calcium 


299: 631 

inositol trisphosphate calcium release 
granulocyte 302: 155 

inositol trisphosphate conformation 
liver calcium 301: 591 

inositol trisphosphate endoplasmic 
reticulum hepatocyte 300: 419 

inositol trisphosphate gene sequence 
human 302: 781 

inositol trisphosphate ryanodine 
intestine 297: 415 

insulin disulfide bonded dimer 
303: 575 

insulin phosphatidylinositol kinase 
assocn 297: 335 

insulin phosphorylation site serine 
298: 471 

insulin serine phosphorylation anti> 
phosphopeptide antibodies 
303: 893 

insulin serine phosphorylation phor= 
bol ester 303: 43 

insulin substrate phosphorylation 
phosphatidylinositol kinase 
304: 17 

interferon phosphorylation monocyte 
phosphatase 299: 799 

LDL liver circadian rhythm 298: 39 

LHRH desensitization 300: 299 

mannose IGF glucose uptake muscle 
300: 781 

measles virus MCP glycoprotein 
304: 169 

melanocortin gene cloning pharmacol 
sequence 299: 367 

mineralocorticosteroid cytoplasm 
nucleus aldosterone antimineralo> 
corticosteroid 302: 191 

muscarinic phosphatidylserine forma= 
tion 299: 375 

NK1 internalization epithelium sub= 
stance P 303: 177 

NK1 substance P neutral endopepti= 
dase 299: 683 

PDGF phosphatidylinositol kinase 
301: 703 

phosphorylation platelet growth fac= 
tor 297: 379 

platelet activating factor gene agonist 
301: 911 

prostaglandin E EP3 subtype human 
298: 263 

prostaglandin thromboxane calcium 
platelet 304: 993 

retinoate induction neuroblastoma 
304: 147 

retinoid X chicken cDNA sequence 
301: 283 

retinol binding protein purifn placen= 
ta 302: 245 

ryanodine calcium mobilization adre> 
nal chromaffin 301: 879 

ryanodine inactivation histidine calci= 
um 299: 177 

ryanodine orientation sarcoplasmic 
reticulum 298: 743 

scavenger liver modified LDL 
304: 69 

signaling protein kinase C membrane 
304: 809 

somatostatin tyrosine phosphatase 
pancreas 303: 441 

surfactant protein D lung macrophage 
300: 237 

thrombin agonist peptide platelet 
function 303: 391 

thrombin platelet sodium hydrogen 
exchange 297: 47 

transferrin recycling protein phospho> 
rylation 303: 647 

TRH Xenopus oocyte hemisphere 
303: 129 

tyrosine phosphatase cDNA sequence 
rat 302: 39 

T3 dissocn oleoyl CoA 297: 75 
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Recombinant 
adenosylmethionine synthetase oli= 
gomeric isoenzyme liver 301: 557 
annexin V binding endothelium 
thrombin 302: 305 
beta glucoronidase 301: 821 
galactosidase precursor CHO cell 
304: 281 
human type IVA cAMP phosphodi= 
esterase 304: 407 
procollagen II cloning purifn property 
298: 31 
Redox 
GSH myeloid cell differentiation 
301: 649 
property naphthoquinone alkylating 
agent kinetics 301: 21 
state cytosol glucokinase translocation 
hepatocyte 298: 237 
Reducing 
equiv vitamin K epoxide reductase 
297: 277 
Reductase 
chlordecone bile acid binder human 
299: 545 
dehydroascorbate glutathione de> 
pendent rat liver 301: 471 
dehydroascorbate liver hydroxysteroid 
dehydrogenase 304: 385 
dienoyl CoA cDNA sequence human 
304: 787 
dihydrofolate complex folate metho= 
trexate Lactobacillus 303: 401 
epimerase dehydrogenase homol 
NADH oxidoreductase 304: 95 
ferricyanide thyroid membrane diphe= 
nyliodonium 301: 75 
fumarate flavocytochrome c Shewan= 
ella 302: 587 
fumarate review 304: 321 
lipoamide vitamin K epoxide micro= 
some 297: 277 
morphinone Pseudomonas 301: 97 
NADPH cytochrome c human neutro= 
phil 297: 585 
nitrate regulation Chlorella 297: 561 
protochlorophyllide active site Arabi= 
dopsis 300: 605 
ribonucleotide mRNA stability protein 
kinase 302: 125 
sulfite dissimilatory Desulfovibrio 
electronic property 304: 441 
ubiquinone NADH inhibition Anno= 
naceae acetogenin 301: 161 
ubiquinone subunit cDNA sequence 
Neurospora 299: 297 
Refolding 
prochymosin protein disulfide isomer= 
ase 301: 17 
Regeneration 
liver enzyme ketogenesis fatty acid 
299: 65 
Regulation 
lactate dehydrogenase A subunit 
gene 304: 391 
transcription mouse leukemia inhibi= 
tory factor 302: 103 
Regulatory 
catalytic subunit cAMP protein ki> 
nase 297: 79 
element iron ferritin translation review 
304: 1 
Rel 


NF kappaB phosphoprotein assocn 
303: 499 
Release 
calcium cytosol promyelocyte agonist 
priming 302: 87 
calcium inositol trisphosphate caffeine 
ATP 300: 81 
calcium inositol trisphosphate potas= 
sium channel 300: 673 
Renal 
insufficiency human microglobulin 
variant sequence 298: 181 
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Repression 
herpesvirus gene nerve Oct2 isoform 
298: 245 
Repressor 
enhancer leukemia inhibitory factor 
gene 302: 103 
Resistance 
antibacterial penicillin binding protein 
kinetics 301: 139 
cytostatic drug glutathione transferase 
expression 297: 59 
Respiration 
brain mitochondria thyroid hormone 
302: 857 
Respiratory 
burst neutrophil MAP kinase phos= 
phorylation 304: 243 
chain mitochondria carcinoma me> 
thylglyoxal 303: 69 
Reticulocyte 
calcium lipoxygenase mitochondria 
membrane assocn 298: 377 
Reticulum 
endoplasmic FKBP13 FK506 binding 
protein 303: 705 
Retina 
guanylate cyclase cDNA sequence 
cattle 302: 455 
frog embryo 301: 111 
Retinoate 
binding protein receptor induction 
neuroblastoma 304: 147 
isomerization liver 299: 459 
mucin gene expression trachea 
297: 309 
phosphoenolpyruvate carboxykinase 
gene adipose differentiation 
302: 943 
Retinoid 
X receptor gamma gene chicken 
301: 283 
Retinol 
binding protein loop region mutagen= 
esis 300: 437 
binding protein receptor purifn pla= 
centa 302: 245 
frog embryo 301: 111 
glucocerebroside transglucosylation 
glucocerebrosidase 300: 309 
Retinyl 
ester storage liver stellate cell 
300: 793 
palmitate eye liver vitiligo 300: 63 
Reverse 
cholesterol transport spleen liver 
302: 207 
Review 
amino acid transport 299: 321 
cytokine growth factor receptor 
300: 281 
DNA topoisomerase type II 303: 681 
endocytosis model acidic environment 
303: 679 
formate dehydrogenase 301: 625 
fumarate reductase 304: 321 
iron regulatory element ferritin trans= 
lation 304: 1 
keratan chondroitin sulfate polylac= 
tose backbone 298: 221 
methanol dehydrogenase quinoprotein 
structure function 304: 665 
nitric oxide synthase mammal 
298: 249 
nucleocytoplasmic transport 
300: 609 
perlecan gene expression cancer 
302: 625 
protein proline rich region 297: 249 
secretory protein sorting processing 
299: 1 
sodium dependent neurotransmitter 
transporter 297: 425 
transcription gene liver glycolysis 
gluconeogenesis 303: 1 
tumor rejection antigen gp96 hepara= 


nase 301: 919 
virus enveloped entry uncoating 
302: 313 
RFLP 
RsaI Rh antigen c gene 299: 203 
Rheumatoid 
arthritis IgA1 oligosaccharide 
299: 261 
Rho 


ADP ribosylation exoenzyme C3 
Clostridium 300: 133 
protein ADP ribosylation actin po= 
lymn 299: 775 
Rhodobacter 
bacteriochlorophyll hydrogen bonding 
tyrosine 299: 695 
ferredoxin gene fdxD cloning se= 
quence 300: 413 
light harvesting complex carotenoid 
relationship 298: 197 
magnesium chelatase spectrophoto= 
metric assay protoporphyrin 
299: 869 
Rhodopsin 
C terminus activation binding trans= 
ducin 299: 351 
Rhodospirillum 
dinitrogenase reductase activating 
glycohydrolase 302: 801 
Rhodotorula 
mandelate dehydrogenase substrate 
analog oxidn 297: 647 
Rhythm 
circadian liver LDL receptor 298: 39 
Ribonucleoprotein 
heterogeneous Al methylation nucleic 
acid 304: 903 
Ribonucleotide 
reductase mRNA stability protein 
kinase 302: 125 
transformylase hydroxymethotrexate 
autoimmune disease 300: 627 
Ribosome 
rRNA Escherichia protein folding 
300: 717 
Ribosylation 
ADP exoenzyme C3 Rho Clostridium 
300: 133 
ADP protein macrophage activation 
297: 53 
ADP protein Rho actin polymn 
299: 775 
protein macrophage lipopolysacchar> 
ide 297: 17 
Ricin 
B chain lectin binding Spodoptera 
303: 787 
Ring 
extended cyclosporin immunosup> 
pressant 300: 395 
rK8 
rK9 gene kallikrein enzyme purifn 
302: 229 
rK9 
rK8 gene kallikrein enzyme purifn 
302: 229 
RNA 
breakdown liver glucagon fasting 
299: 645 
dinucleotide polyadenylate specificity 
barnase glutamate 300: 737 
formation factor TTF2 purifn charac= 
terization 304: 981 
hnRNP protein Al methylation 
304: 903 
Rolipram 
inhibition type IVA cAMP phospho> 
diesterase 304: 407 
Rras 
GTP Raf! kinase interaction 
300: 303 
rRNA 
Escherichia ribosome protein folding 
300: 717 


Rsal 
RFLP Rh antigen c gene 299: 203 
Rubidium 
86 tracer potassium transport muscle 
302: 745 
Ryanodine 
receptor calcium mobilization adrenal 
chromaffin 301: 879 
receptor inactivation histidine calcium 
299: 177 
receptor intestine 297: 415 
receptor orientation sarcoplasmic 
reticulum 298: 743 
Saccharide 
protein glycosylation cysteine 
: 843 


Saccharomyces 
acyl CoA binding protein 302: 479 
acyl CoA oxidase heterologous FABP 
301: 615 
cytochrome bS lactate dehydrogenase 
specificity 301: 829 
dehydrogenase isocitrate oxoglutarate 
regulation 303: 461 
exoglucanase oligosaccharide elonga= 
tion 304: 917 
IMP specific nucleotidase 298: 593 
inositol trisphosphate kinase 
302: 709 
mannosyltransferase dolichol sub= 
strate analog recognition 299: 23 
Salivary 
blowfly calcium transport serotonin 
302: 545 
Salt 
p53 quaternary structure DNA inter= 
action 298: 513 
Sapecin 
B peptide antibacterial Sarcophaga 
298: 623 
Sarcolemma 
insulin muscle diet fatty acid 
299: 831 
lactate carrier protein muscle trans> 
port 303: 207 
rat skeletal muscle lactate carrier 
299: 533 
Sarcophaga 
sapecin B peptide antibacterial anti= 
fungal 298: 623 
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